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Appendix ll: Buffers and Solutions

Buffer/Solution

Working Solution (1x)

Concentrated stock
solution

(per litre)

Tris-acetate

1 x: 0.04M Tris-acetate

50 x :

0.2g KH2PO4
Make up to 1 litre with distilled

water.

(TAE) 0.001M EDTA 2429 Tris base
57.1ml glacial
acetic acid
100ml 0.5M EDTA

(pH 8.0)

Phosphate Buffered | 8g NaCl

Saline (PBS) 0.2g KCI

[0.15M] 1.15g Na;HPO,

Sodium acetate

(3M) pH 5.2

408.1g sodium acetate.3H,O
800ml H,O

Adjust to pH 5.2 with glacial
acetic acid. Adjust volume to 1

litre with H>O
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Appendix lll: Serum preparation and Stains for in vitro
experiments.

A. Preparation of Stripped foetal calf serum using Dextran Coated

Charcoal (DCC).

Physiological concentrations of steroid hormones are present in serum-
containing media in which cells are usually grown (Esber et al, 1973).
Oestradiol concentrations as high as 10®M have been found in some foetal
calf sera (Esber et al, 1973). Serum is therefore stripped of endogenous
steroid prior to experiments involving response to steroidal compounds.
Dextran coated charcoal is used to strip endogenous hormones from foetal

calf serum. This method is a modification of that of Korenman (1968).

Mix 0.02g Dextran (BDH Laboratory Supplies, Poole, England) with

2g activated charcoal (Merck, Darmstadt, Germany) in 50 ml sterile water.
Centrifuge for 1 hour on a benchtop centrifuge.

Pour off liquid.

Mix pellet with 20ml FCS (Delta Bioproducts, Kempton Park, South Africa).
Vortex and allow to stand at 4°C for 1 hour with occasional shaking.
Centrifuge and pour off FCS.

Filter FCS through a 0.22um Millipore filter (Millipore, Bedford, MA, USA).
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B. Preparation of May and Grunwald’s Stain.

0.3g May and Grunwald’s powdered dye (BDH Chemicals Ltd,
Poole, England)

100ml methanol (SAARCHEM, Muldersdrift, South Africa)

Mix and warm to 50°C.

Cool to room temperature, shaking occasionally

Stand for 24 hours and filter through Whatman No. 1 filter paper

(Clifton, NJ, USA) before use.

C. Preparation of Giemsa Stain.

1g Giemsa powdered dye (BDH Chemicals Ltd)

Add 66ml glycerol (SAARCHEM, Muldersdrift, South Africa) and heat at
56°C for 90 to 120 mins.

Add 66ml methanol (SAARCHEM) and mix thoroughly.

Stand for 7 days at room temperature and then filter through Whatman No.

1 filter paper (Clifton, NJ, USA) prior to use.
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APPENDIX IV: Sequencing spectrographs of ERa exons

A1. ERa2 (427bp band) spectrograph (forward primer)

A. ERa exon 2
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A1. (contd). ERa2 (427bp band) spectrograph (forward primer) continued
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A2. ERa2 (236bp band) spectrograph (complementary primer)
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B. ERa exon 3

B1. ERa3 (322bp band) spectrograph (reverse primer)
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C. ERa exon 4

C1a. ERa4 (555bp band) spectrograph (forward primer)
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C1b. ERa4 (555bp band) spectrograph (complementary primer)

5133 -~ o BLE ULlE boe @6< 08¢ Bid

u.“.\ruu<<<ﬂ_uuwuhhzzu FAAD AL VOIOIV DL ELDIDYYYYY L2142 % L9123 99Y 3D HDYY Y999 3193 3

09¢ 8se ave 0l @le alLe

0ac 061 ~o8L Bl @9l sl ari
¢ 4 3L L D DYNIDLINIL LD BYYYODAINIIEY I ADYNYL IYOL 2301 30%3) 3 %L3L 29D 5L D BV ED

Y dd_: : %.4 4:4 4:: aq y dﬂq dda :: ca vy 4# Jd: : d«s ﬂ:

OET o o1t oalL b o8
VoY LR AW O B DY 3 Dl 3ED 3TN I AL 3 F DYEN YD G D 90V B LY 3 Y 1LV DY

ia TR ST AT A T TR AP R~ T

0L 09 b as oy ac @Bc T | ¢
D0y Y Dyl 3L AV S0V D OVILI ILILY DDV NIV ILYYD DY SV 29IV O9YY 3928V 9 9LNI0] 3 AL NV :uqh

252



C2a. ERa4 (219bp band) spectrograph (forward primer)
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D. ERa exon 5

D1a. ERa exon 5 (544bp band) spectrograph (forward primer)
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D1a (contd). ERa5 (544bp band) spectrograph (forward primer) continued
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D1b. ERa5 (544bp band) spectrograph (complementary primer)
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D2a. ERa5 (405bp band) spectrograph (forward primer)
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D2a (contd). ERa5 (405bp band) spectrograph (forward primer) continued
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D2b. ERa5 (405bp band) spectrograph (complementary primer)
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D2b (contd). ERa5 (405bp band) spectrograph (complementary primer)

continued
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D3. ERa5 (80bp band) spectrograph (complementary primer)
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E. ERa exon 6.

E1a. ERa6 (388bp band) spectrograph (forward primer)
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E1a. (contd). ERa6 (388bp band) spectrograph (forward primer) continued
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E1b. ERa6 (388bp band) spectrograph (complementary primer)
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spectrograph (complementary primer)

E1b. (contd). ERa6 (388bp band)

continued
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F1a. ERa7 (345bp band) spectrograph (forward primer)

F. ERa exon 7.
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F1a. (contd). ERa7 (345bp band) spectrograph (forward primer) continued
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F2a. ERa7 (310bp band) spectrograph (forward primer)

07T
YILVY DV 90 IND I 292 LD Umwmem.U,uouuuw_odeF%

OET

0et 01T

00T

v
OV VVONN 2D LOVY VD INNEN

~ Y

Y2

[

e~

. B2
O LYSNY#D DIVD DOVISWDPDYND ID I LVVLLIID LT
A

TERYVATIRY

—
—

!

cs 0¥

bl T ‘ H _.

0t

iy YF

LYL LY LD I¥VYYIL 20210 1D LI 1OV SOV OV DOV IDIN YOIV D L

=

M071LD

268



F3a. ERa7 (161bp band) spectrograph (forward primer)
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Sequencing spectrographs of ERB exons

APPENDIX V

A. ERB DBD

A1a. ERBDBD (214bp band) spectrograph (forward primer)
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A1b. ERBDBD (214bp band) spectrograph (complementary primer)
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B. ERB LBD

B1a. ERBLBD (222bp band) spectrograph (forward primer)
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B1b. ERBLBD (222bp band) spectrograph (complementary primer)
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APPENDIX VI: Positions of primers and PCR products

within the ERa gene

A. ERa exon 2

A1. Sequence and position of the 427bp band from nested PCR of ERa exon 2

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegetgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggcecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatcceccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggctccaacggectggggggtttcecece
ccactcaacagcgtgtctccgagcccgctgatgctactgcacccgccgceccgcagctgtcgcectttcct
gcagccccacggccagcaggtgccctactacctggagaacgagcccagcggctacacggtgcgce
gaggccggcccgccggcattctacaggccaaattcagataatcgacgccagggtggcagagaaag
attggccagtaccaatgacaagggaagtatggctatggaatctgccaaggagactcgctactgtgcag
tgtgcaatgactatgcttcaggctaccattatggagtctggtcctgtgagggctgcaaggcecttcttcaa
gagaagtattcaaggacataacgactatatgtgtccagccaccaaccagtgcaccattgataaaaacagg
aggaagagctgccaggcctgccggctccgcaaatgctacgaagtgggaatgatgaaaggtgggatacgaa
aagaccgaagaggagggagaatgttgaaacacaagcgccagagagatgatggggagggcaggggtgaa
gtggggtctgctggagacatgagagctgccaacctttggccaagcccgctcatgatcaaacgctctaagaaga
acagcctggccttgtccctgacggccgaccagatggtcagtgecttgttggatgctgagecccccatactctattc
cgagtatgatcctaccagacccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagce
tggttcacatgatcaactgggcgaagagggtgccaggctttgtggatttgaccctccatgatcaggtccaccttcta
gaatgtgcctggctagagatcctgatgattggtctcgtctggegetccatggagcacccagtgaagctactgtttge
tcctaacttgctcttggacaggaaccagggaaaatgtgtagagggcatggtggagatcttcgacatgetgcetgge
tacatcatctcggttccgcatgatgaatctgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctg
gagtgtacacatttctgtccagcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaag
atcacagacactttgatccacctgatggccaaggcaggcectgaccctgcagcagcagcaccageggcetggece
cagctcctcctcatectctcccacatcaggcacatgagtaacaaaggcatggagceatctgtacagcatgaagtg
caagaacgtggtgcccctctatgacctgctgctggagatgctggacgceccaccgcectacatgcgceccactagce
cgtggaggggcatccgtggaggagacggaccaaagccacttggccactgcgggctctacttcatcgceattectt
gcaaaagtattacatcacgggggaggcagagggtttccctgccacagtctgagagctceetgge

primer position
bold sequence

italic  exon 2 position (according to Ponglikitmonkol et al, 1988)
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A2. Sequence and position of the 236bp band from nested PCR of ERa exon 2

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatccccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggctccaacggectggggggtttceccce
ccactcaacagcgtgtctccgagcccgctgatgctactgcacccgccgceccgcagctgtcgcectttcct
gcagccccacggccagcaggtgccctactacctggagaacgagcccagcggctacacggtgcgce
gaggccggcccgccggcattctacaggccaaaticagataatcgacgccaggglggcagagaaagattq
gccagtaccaatgacaagggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatg
actatgcttcaggctaccattatggagtctggtcctgtgagggcetgcaaggccticticaagagaagtattcaagg
acataacgactatatgtgtccagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccag
gcctgecggcetccgcaaatgctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggag
ggagaatgttgaaacacaagcgccagagagatgatggggagggcaggggtgaagtggggtctgctggaga
catgagagctgccaacctttggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtcce
tgacggccgaccagatggtcagtgccttgttggatgctgagccccccatactctaticcgagtatgatcctaccag
acccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagctggttcacatgatcaact
gggcgaagagggtgccaggctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggcetag
agatcctgatgattggtctcgtctggegcetccatggagcacccagtgaagctactgtttgctcctaacttgetcettgg
acaggaaccagggaaaatgtgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttc
cgcatgatgaatctgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttct
gtccagcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttg
atccacctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggctggceccagctcctcctcate
ctctcccacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggtg
cccctctatgacctgetgctggagatgctggacgceccaccgectacatgcgceccactagecegtggaggggcat
ccgtggaggagacggaccaaagccacttggccactgcgggctctacttcatcgcattccttgcaaaagtattac
atcacgggggaggcagagggtttccctgccacagtctgagagceteceetgge

primer position
bold sequence

italic  exon 2 position (according to Ponglikitmonkol et al, 1988)
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B. ERa exon 3

B1. Sequence and position of the 322bp band from nested PCR of ERa exon 3

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcecgtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegetgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatcceccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgcecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagcccgctgatgctactgcacccgeccgecgcagcetgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccttcttcaagagaagtaticaaggacataacgactatatgtgt
ccagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggctccg
caaatgctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgt
tgaaacacaagcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatg
agagctgccaacctttggccaagcccgctcatgatcaaacgctctaagaagaacagcctggccttgtc
cctgacggccgaccagatggtcagtgcecttgttggatgctgagccccccatactctattccgagtatgatcctacce
agacccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagctggttcacatgatcaa
ctgggcgaagagggtgccaggctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggceta
gagatcctgatgattggtctcgtctggcgcetccatggagcacccagtgaagctactgtttgctcctaacttgetcttg
gacaggaaccagggaaaatgtgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggtt
ccgcatgatgaatctgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttc
tgtccagcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacacttt
gatccacctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggcetggeccagctcectcctcat
cctctcccacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggt
gcccctctatgacctgcetgctggagatgctggacgceccaccgectacatgcgceccactagecegtggaggggca
tccgtggaggagacggaccaaagccacttggccactgcgggctctacttcatcgcattcctigcaaaagtattac
atcacgggggaggcagagggtttccctgccacagtctgagagcetcectgge

primer position
bold sequence

italic  exon 3 position (according to Ponglikitmonkol et al, 1988)
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C. ERa exon 4

C1. Sequence and position of the 555bp band from nested PCR of ERa exon 4

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggecgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggcegt
tcgtcctgggagctgcacttgcetccgtecgggtecgecggcettcaccggaccgcaggetcccggggcagggecgg
ggccagagctcgcegtgtcggegggacatgegcetgegtegectctaacctcgggctgtgctctttttccaggtggec
cgccggtttctgagcecttctgeccctgecggggacacggtctgcacccetgececcgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggccctactgcatcagatccaagggaacgagctggagcccctgaac
cgtccgcagcetcaagatcccectggageggceccctgggegaggtgtacctggacagcagcaageccgecgt
gtacaactaccccgagggcgccgcctacgagttcaacgccgcggccgcecgccaacgcegcaggtctacggte
agaccggcctcccctacggceccegggtetgaggetgeggegttcggetccaacggectggggggtttcceece
actcaacagcgtgtctccgagcccgctgatgctactgcacccgccgecgcagcetgtegectttcctgcagecce
acggccagcaggtgccctactacctggagaacgagcccagcggctacacggtgcgcgaggecggeccgcec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccttcticaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattqgataaaaacaggaggaagagctgccaggcctgccggctccgca
aatgctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttg
aaacacaagcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatga
gagctgccaacctttggccaagcccgctcatgatcaaacgctctaagaagaacagcctggcecttgtcc
ctgacggccgaccagatggtcagtgccttgttggatgctgagccccccatactctattccgagtatgat
cctaccagacccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagctggt
tcacatgatcaactgggcgaagagggtgccaggctttgtggatttgaccctccatgatcaggtccacct
tctagaatgtgcctggctagagatcctgatgattggtctcgtctggcgctccatggagcacccagtgaa
gctactgtttgctcctaacttgctcttggacaggaaccagggaaaatgtgtagagggcatggtggagatcttcga
catgctgctggctacatcatctcggttccgcatgatgaatctgcagggagaggagtttgtgtgectcaaatctattat
tttgcttaattctggagtgtacacatttctgtccagcaccctgaagtctctggagaggaaggaccatatccaccgag
tcctggacaagatcacagacactttgatccacctgatggccaaggcaggcectgaccctgcagcagcagcacc
agcggctggcccagctcctcctcatcctctcccacatcaggcacatgagtaacaaaggcatggagcatctgtac
agcatgaagtgcaagaacgtggtgcccctctatgacctgctgctggagatgctggacgcccaccgcectacatg
cgcccactagccgtggaggggcatccgtggaggagacggaccaaagccacttggccactgcgggctctactt
catcgcattccttgcaaaagtattacatcacgggggaggcagagggtttccctgccacagtctgagagctecctg

gc

primer position
bold sequence

italic exon 4 position (according to Ponglikitmonkol et al, 1988)
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C2. Sequence and position of the 219bp band from nested PCR of ERa exon 4

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatccccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagceccgctgatgctactgcacccgeccgecgcagcetgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattqgataaaaacaggaggaagagctgccaggcctgccggctccgea
aatgctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgtigaaa
cacaagcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgcca
acctttggccaagcccgctcatgatcaaacgctctaagaagaacagcctggccttgtccctgacggceccgacca
gatggtcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagacccttcagtgaag
cttcgatgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggt
gccaggctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgcctggctagagatcctga
tgattggtctcgtctggcgctccatggagcacccagtgaagctactgtitgctcctaacttgctcttggacag
gaaccagggaaaatgtgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttccgceat
gatgaatctgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttctgtcca
gcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttgatcca
cctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggctggeccagctcectcctcatectctee
cacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggtgcccctc
tatgacctgctgctggagatgctggacgcccaccgcectacatgcgceccactagecegtggaggggceateegtgg
aggagacggaccaaagccacttggccactgcgggctctacttcatcgcattccttgcaaaagtattacatcacg
ggggaggcagagggtttccctgccacagtctgagagcteectgge

primer position
bold sequence

italic exon 4 position (according to Ponglikitmonkol et al, 1988)
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D. ERa exon 5

D1. Sequence and position of the 544bp band from nested PCR of ERa exon 5

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcecgtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegetgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg

accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatcceccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt

gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgcecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagcccgctgatgctactgcacccgeccgecgcagcetgtegectttcctgcageccce

acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggcetccgcaaatg

ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa

gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgcca
acctttggccaagcccgctcatgatcaaacgctctaagaagaacagcctggccttgtccctgacggec

gaccagatggtcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagac
ccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagctggttcacatgatc
aactgggcgaagagggtgccaggctitgtggatttgaccctccatgatcaggtccaccttctagaatgt
gcctggctagagatcctgatgattggtctcgtctggcgctccatggagcacccagtgaagctactgttt
gctcctaacttgctcttggacaggaaccagggaaaatgtgtagagggcatggtggagatcttcgacat
gctgctggctacatcatctcggttccgcatgatgaatctgcagggagaggagtttgtgtgcctcaaatctatta
ttttgcttaattctggagtgtacacatttctgtccagcaccctgaagtctctggagaggaaggaccatatccaccga
gtcctggacaagatcacagacactttgatccacctgatggccaaggcaggcectgaccctgcagcagcagcac
cagcggctggcccagctcctcctcatcctctcccacatcaggcacatgagtaacaaaggcatggagcatctgta
cagcatgaagtgcaagaacgtggtgcccctctatgacctgetgctggagatgctggacgceccaccgectacat
gcgcccactagccgtggaggggcatcecgtggaggagacggaccaaagccacttggccactgcgggctctac
ttcatcgcattccttgcaaaagtattacatcacgggggaggcagagggtttccctgccacagtctgagagcetccect

ggc

primer position
bold sequence

italic  exon 5 position (according to Ponglikitmonkol et al, 1988)
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D2. Sequence and position of the 405bp band from nested PCR of ERa exon 5

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctecgtcgggtcgecggcttcaccggaccgcaggcetcccggggcagggecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg

accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatccccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt

gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgcecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagceccgctgatgctactgcacccgeccgecgcagctgtegectttcctgcageccce

acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcectgccggctccgcaaatg

ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa

gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgcca
acctttggccaagcccgctcatgatcaaacgctctaagaagaacagcctggccttgtccctgacggec

gaccagatggtcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagac
ccttcagtgaagcttcgatgatgggcttactgaccaacctggcagacagggagctggttcacatgatc
aactgggcgaagagggtgccaggctitgiggatitgaccctccatgatcaggiccacctictagaatgtgcectg
gctagagatcctgatgattggtctcgtctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgct
cttggacaggaaccagggaaaatgtgtagagggcatggtggagatcttcgacatgctgctggctacat
catctcggttccgcatgatgaatctgcaggqagaqggaatttatgtgcctcaaatctattattttgcttaattctgg
agtgtacacatttctgtccagcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaaga
tcacagacactttgatccacctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggcetggecc
agctcctcctcatcctctcccacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtge
aagaacgtggtgcccctctatgacctgctgctggagatgctggacgcccaccgcectacatgegcccactagec
gtggaggggcatccgtggaggagacggaccaaagccacttggccactgecgggctctacttcatcgceattecttg
caaaagtattacatcacgggggaggcagagggtttccctgccacagtctgagagctccctgge

primer position
bold sequence

italic  exon 5 position (according to Ponglikitmonkol et al, 1988)

280




D3. Sequence and position of the 80bp band from nested PCR of ERa exon 5

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctecgtcgggtcgecggcttcaccggaccgcaggcetcccggggcagggecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgeccctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg

accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagcetcaagatccccctggagceggceccctgggegaggtgtacctggacagcagcaagceccgecgt

gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagceccgctgatgctactgcacccgeccgecgcagctgtegectttcctgcageccce

acggccagcaggtgccctactacctggagaacgagcccagceggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcectgccggctccgcaaatg

ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa

gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgccaaccttt
ggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtccctgacggccgaccagatgg

tcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagacccttcagtgaagcttcga
tgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggtgccag
gctttgtggatttgaccctccatgatcaggtccacctictagaatgtgcctggctagagatcctgatgattggtctcgt
ctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgetecttggacaggaaccagggaaaa
tgtgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttccgcatgatgaatc
tgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttctgtccagcacc
ctgaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttgatccacctgat
ggccaaggcaggcctgaccctgcagcagcagcaccagceggctggeccagctcectcectcatectctecccacat
caggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggtgcccctctatga
cctgetgctggagatgctggacgcccaccgcectacatgcgceccactagececgtggaggggcatccgtggagga
gacggaccaaagccacttggccactgcgggctctacttcatcgcattccttgcaaaagtattacatcacggggg
aggcagagggtttccctgccacagtctgagagcteeetgge

primer position
bold sequence

italic  exon 5 position (according to Ponglikitmonkol et al, 1988)
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E. ERa exon 6

E1. Sequence and position of the 388bp band from nested PCR of ERa exon 6

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegetgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatcceccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgcecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagcccgctgatgctactgcacccgeccgecgcagctgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccttcttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggcetccgcaaatg
ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa
gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgccaaccttt
ggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtccctgacggeccgaccagatgg
tcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagacccttcagtgaagcttcga
tgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggtgccag
gctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggctagagatcctgatgattggtctegt
ctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgctcttggacaggaaccagg
gaaaatgtgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttccgcatga
tgaatctgcagggagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttct
gtccagcaccctgaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacaga
cactttgatccacctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggctggccca
gctcctcctcatcctcicccacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtg
caagaacgtggtgcccctctatgacctgctgctggagatgctggacgceccaccgcectacatgcgeccactagce
cgtggaggggcatccgtggaggagacggaccaaagccacttggccactgcgggctctacttcatcgceattectt
gcaaaagtattacatcacgggggaggcagagggtttccctgccacagtctgagagctccctgge

primer position
bold sequence

italic  exon 6 position (according to Ponglikitmonkol et al, 1988)
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F. ERa exon 7

F1. Sequence and position of the 345bp band from nested PCR of ERa exon 7

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcecgtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegetgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatcceccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgcecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagcccgctgatgctactgcacccgeccgecgcagcetgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggcetccgcaaatg
ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa
gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgccaaccttt
ggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtccctgacggeccgaccagatgg
tcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagacccttcagtgaagcttcga
tgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggtgccag
gctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggctagagatcctgatgattggtctegt
ctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgetcttggacaggaaccagggaaaatg
tgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttccgcatgatgaatctgcagg
gagaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacatttctgtccagcaccct
gaagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttgatccac
ctgatggccaaggcaggcctgaccctgcagcagcagcaccagcggctggcccagctcctcctcate
ctctcccacatcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacg
tggtgcccctctatgacctgctgctggagatgetggacgeccaccgectacatgcgeccactageegtggaggg
gcatccgtggaggagacggaccaaagccacttggccactgecgggctctacttcatcgcattccttgcaaaagta
ttacatcacgggggaggcagagggtttccctgccacagtctgagagcetcectgge

primer position
bold sequence

italic  exon 7 position (according to Ponglikitmonkol et al, 1988)
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F2. Sequence and position of the 310bp band from nested PCR of ERa exon 7

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatccccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagceccgctgatgctactgcacccgeccgecgcagctgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccageggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggcetccgcaaatg
ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa
gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgccaaccttt
ggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtccctgacggeccgaccagatgg
tcagtgccttgttggatgctgagcccccecatactctattccgagtatgatcctaccagacccttcagtgaagcttcga
tgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggtgccag
gctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggctagagatcctgatgattggtctegt
ctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgetcttggacaggaaccagggaaaatg
tgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggttccgcatgatgaatctgcaggg
agaggagtttgtgtgcctcaaatctattattttgcttaattctggagtgtacacaftttctgtccagcaccctg
aagtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttgatccacct
gatggccaaggcaggcctgaccctgcagcagcagcaccagcggctggcccagctcctcctcatcct
ctcccacalcaggcacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggtgcc
cctctatgacctgctgctggagatgctggacgceccaccgcectacatgcgeccactagecegtggaggggcatcece
gtggaggagacggaccaaagccacttggccactgcgggctctacttcatcgcattccttgcaaaagtattacatc
acgggggaggcagagggtttccectgccacagtctgagagcetcectgge

primer position
bold sequence

italic  exon 7 position (according to Ponglikitmonkol et al, 1988)
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F3. Sequence and position of the 161bp band from nested PCR of ERa exon 7

gagttgtgcctggagtgatgtttaagccaatgtcagggcaaggcaacagtccctggccgtectccagcacctttgt
aatgcatatgagctcgggagaccagtacttaaagttggaggcccgggagcccaggagcetggcggagggegt
tcgtcctgggagcetgcacttgctcegtcgggtecgecggcttcaccggaccgcaggcetcccggggcagggcecgg
ggccagagctcgegtgtcggegggacatgegctgegtegectctaacctcgggcetgtgctctttttccaggtggec
cgccggtttctgagcecttetgecctgecggggacacggtctgcaccctgecccgeggecacggaccatgaccatg
accctccacaccaaagcatctgggatggcecctactgcatcagatccaagggaacgagcetggageccctgaac
cgtccgcagctcaagatccccctggagcggceccctgggegaggtgtacctggacagcagcaagceccgecgt
gtacaactaccccgagggcgcecgcctacgagtticaacgccgeggecgecgccaacgcgcaggtctacggte
agaccggcctcccctacggecccgggtctgaggetgeggegttcggetccaacggectggggggtttcecece
actcaacagcgtgtctccgagceccgctgatgctactgcacccgeccgecgcagctgtegectttcctgcageccce
acggccagcaggtgccctactacctggagaacgagcccagceggctacacggtgcgcgaggecggeccgec
ggcattctacaggccaaattcagataatcgacgccagggtggcagagaaagattggccagtaccaatgacaa
gggaagtatggctatggaatctgccaaggagactcgctactgtgcagtgtgcaatgactatgcttcaggctacca
ttatggagtctggtcctgtgagggctgcaaggccticttcaagagaagtaticaaggacataacgactatatgtgtc
cagccaccaaccagtgcaccattgataaaaacaggaggaagagctgccaggcctgccggcetccgcaaatg
ctacgaagtgggaatgatgaaaggtgggatacgaaaagaccgaagaggagggagaatgttgaaacacaa
gcgccagagagatgatggggagggcaggggtgaagtggggtctgctggagacatgagagctgccaaccttt
ggccaagcccgctcatgatcaaacgctctaagaagaacagcectggcecttgtccctgacggeccgaccagatgg
tcagtgccttgttggatgctgagccccccatactctattccgagtatgatcctaccagacccttcagtgaagcttcga
tgatgggcttactgaccaacctggcagacagggagctggtticacatgatcaactgggcgaagagggtgccag
gctttgtggatttgaccctccatgatcaggtccaccttctagaatgtgectggctagagatcctgatgattggtctegt
ctggcgctccatggagcacccagtgaagctactgtttgctcctaacttgetcttggacaggaaccagggaaaatg
tgtagagggcatggtggagatcttcgacatgctgctggctacatcatctcggticcgcatgatgaatctgcagg
gagaggagtttgtgtgcctcaaatctattattttgcttaattctggagigiacacattictgtccagcaccctgaa
gtctctggagaggaaggaccatatccaccgagtcctggacaagatcacagacactttgatccacctgatggec
aaggcaggcctgaccctgcagcagcagcaccagcggctggcccagctcectectcatcectctcccacatcagg
cacatgagtaacaaaggcatggagcatctgtacagcatgaagtgcaagaacgtggtgcccctctatga
cctgctgctggaqgatgctggacgcccaccgectacatgcgeccactagecgtggaggggceatcegtggagg
agacggaccaaagccacttggccactgcgggctctacttcatcgcattccttgcaaaagtattacatcacgggg
gaggcagagggtttccctgccacagtctgagagcetececetgge

primer position
bold sequence

italic  exon 7 position
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APPENDIX VII: Positions of primers and PCR products
within the ER gene.

A. ERB DBD
A1. Sequence and position of the 214bp band from nested PCR of

ERBDBD

gttgacagccattatacttgcccacgaatctttgagaacattataatgacctttgtgcctcttcttgcaaggtg
ttttctcagctgttatctcaagacatggatataaaaaactcaccatctagccttaattctccttcctcctacaa
ctgcagtcaatccatcttacccctggagcacggctccatatacataccttcctcctatgtagacagccacc
atgaatatccagccatgacattctatagccctgctgtgatgaattacagcattcccagcaatgtcactaact
tgaaggtgggcctggtcggcagaccacaagcccaaatgtgttgtggccaacacctgggceacctttctce
tttagtggtccatcgccagttatcacatctgtatgcggaacctcaaaagagtccctggtgtgaagcaagat
cgctagaacacaccttacctgtaaacag*agagacactgaaaaggaaggttagtgggaaccgttgcg
ccagccctgttactggtccaggttcaaagagggatgctcacttctgegetgtctgcagegattacgeateg
ggatatcactatggagtctggtcgtgtgaaggatgtaaggccttttttaaaagaagcattcaag gaca
taatgattatatttgtccagctacaaatcagtgtacaatcgataaaaaccggcgcaagagctgcc
aggcctgccgacttcggaagtgttacgaagtgggaatggtgaagtgtg*gctcccggagagag
agatgtgggtaccgccttgtgcggagacagagaagtgccgacgagcagctgcactgtgccggcea
aggccaagagaagtggcggccacgcgcecccgagtgcgggagctgetgetggacgecctgageccce
gagcagctagtgctcaccctcctggaggctgageccgecccatgtgetgatcagccgecccagtgegec
cttcaccgaggcctccatgatgatgtccctgaccaagttggccgacaaggagttggtacacatgatcag
ctgggccaagaagattcccg gctttgtggagctcagcectgttcgaccaagtgcggctcttggagagcetgt
tggatggaggtgttaatgatggggctgatgtggcgetcaattgaccaccccggcaagceteatetttgetce
agatcttgttctggacag ggatgaggggaaatgcgtagaaggaattctggaaatctttgacatgctcctg
gcaactacttcaaggtttcgagagttaaaactccaacacaaagaatatctctgtgtcaaggccatgatcc
tgctcaattcca*gtatgtaccctctggtcacagcgacccaggatgctgacagcagccggaagctggct
cacttgctgaacgccgtgaccgatgctttggtttgggtgattgccaagagcggcatctcctcccagcage
aatccatgcgcctggctaacctcctgatgctcctgtcccacgtcaggcatgcgag*taacaagggcatg
gaacatctgctcaacatgaagtgcaaaaatgtggtcccagtgtatgacctgctgctggagatgctgaatg
cccacgtgcttcgcgggtgcaagtcctccatcacggggtccgagtgcagecccggcagaggacagtaa
aagcaaagagggctcccagaacccacagtctcagtgacgcctggccctgaggtgaactggcccaca
gaggtcacaagctgaagcgtgaactccagtgtgtcaggagcctgggcttcatctttctgetgtgtggtecct
catttgg

primer position

bold sequence

* intron/exon borders (according to Enmark et al, 1997; Herynk
and Fuqua, 2004)
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B. ERB LBD
B1. Sequence and position of the 222bp band from nested PCR of ERBLBD

gttgacagccattatacttgcccacgaatctttgagaacattataatgacctttgtgcctcttcttgcaaggtgttttc
tcagctgttatctcaagacatggatataaaaaactcaccatctagccttaattctccttcctcctacaactgcagt
caatccatcttacccctggagcacggctccatatacataccttcctcctatgtagacagccaccatgaatatcc
agccatgacattctatagccctgctgtgatgaattacagcattcccagcaatgtcactaacttgaaggtgggcec
tggtcggcagaccacaagcccaaatgtgttgtggccaacacctgggcacctttctcctttagtggtccatcgec
agttatcacatctgtatgcggaacctcaaaagagtccctggtgtgaagcaagatcgctagaacacaccttac
ctgtaaacag*agagacactgaaaaggaaggttagtgggaaccgttgcgccagccctgttactggtccagg
ttcaaagagggatgctcacttctgcgctgtctgcagcgattacgcatcgggatatcactatggagtctggtegtg
tgaaggatgtaaggccttttttaaaagaagcattcaag*gacataatgattatatttgtccagctacaaatcagt

gtacaatcgataaaaaccggcgcaagagctgccaggcectgccgacttcggaagtgttacgaagtgggaat
ggtgaagtgtg*gctcccggagagagagatgtgggtaccgccttgtgcggagacagagaagtgccgacga
gcagctgcactgtgccggcaaggccaagagaagtggcggccacgcgcecccgagtgecgggagctgetgcet
ggacgccctgagccccgagcagctagtgctcaccctecctggaggetgagcecgcecccatgtgcetgatcagec
gccccagtgegceccttcaccgaggcectccatgatgatgtccctgaccaagttggccgacaaggagttggtac
acatgatcagctgggccaagaagattcccg*gctttgtggagctcagcctgttcgaccaagtgcggctcttgg

agagctgttggatggaggtgttaatgatggggctgatgtggcgctcaattgaccaccccggcaagctcatcttt
gctccagatcttgttctggacag*ggatgaqqqqaaatchtaqaaqqaattctggaaatctttgacatg
ctcctggcaactacttcaaggtttcgagagttaaaactccaacacaaagaatatctctgtgtcaaggc
catgatcctgctcaattcca“gtatgtaccctctggtcacagcgacccaggatgctgacagcagecg
gaagctggctcacttgctgaacgccgtgaccgatgctttggtitgggtgattgccaagageggceatetect

cccagcagcaatccatgcgcectggctaacctcctgatgcetectgtcccacgtcaggcatgecgag taacaag
ggcatggaacatctgctcaacatgaagtgcaaaaatgtggtcccagtgtatgacctgctgctggagatgcetg

aatgcccacgtgcttcgcgggtgcaagtcctccatcacggggtccgagtgcagecccggcagaggacagta

aaagcaaagagggctcccagaacccacagtctcagtgacgcctggccctgaggtgaactggcccacaga
ggtcacaagctgaagcgtgaactccagtgtgtcaggagcctgggcttcatctttctgctgtgtggtcectcatttg

g

______ primer position

bold sequence

* intron/exon borders (according to Enmark et al, 1997; Herynk and
Fuqua, 2004)
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