TATATTCGCCTGTGTATTATCTCOCT GT TAGCCACCCT GOCGCT GGOGGT ACACGCCAGCCCGCAGCOGCT TGAGCAAAT TAAACT AAGCGAAAGOCAGCTG

TATATTCGCCTGTGTATTATCTCOCT GT TAGCCACCCT GOCGCT GROGGT ACACGCCAGCCCGCAGCOGCT TGAGCAAAT TAAACT AAGCGAAAGOCAGCTG
YI RLCI1 I SLLATLPLAVHASPQPLTETG QI KL SES SGQ QL
7

TCGGEG0CGOGT AGGCAT GATAGAAAT GGAT CTGGCCAGCGGOCGCACGCT GACCGCCT GROGOGCCGAT GAACGCT TTCCCAT GATGAGCACCT TTAAAGTA

TCGGEGOCGOGT AGGCAT GATAGAAAT GGAT CTGGCCAGCGGOCGCACGCT GACCGCCT GRCGOGCCGAT GAACGCT TTCCCATGATGAGCACCT TTAAAGTA
SGRVGMI EMDLASGRTLTAWRADETRTFPMMSTF KV
41

GTGCTCTGCGGEOGCAGT GCT GROGCGEGT GGAT GCOGGT GACGAACAGCT GGAGCGAAAGAT CCACT ATCBOCAGCAGGAT CTGGT GGACTACT CGCOGGTC
GTGCTCTGCGGECGRCAGT GCT GROGCGEGT GGAT GCOGGT GACGAACAGCT GGAGCGAAAGAT CCACT AT CBOCAGCAGGAT CTGGT GGACTACT CGCOGGTC
VL CGAVLARVDAGDEG QLERIKIHYRQQDLVDYSTPYV
75

AGOGAAAAACACCT T GOCGACGGCAT GACGGT CGBCGAACT CTGOGCCGOCGOCAT TACCAT GAGOGAT AACAGCGCOGCCAAT CTGCTACTGGCCACCGTC

AGOGAAAAACACCT T GOCGACGGCAT GACGGT CGBCGAACT CTGOGCCGOCGOCAT TACCAT GAGOGAT AACAGCGCOGCCAAT CTGCTACTGGCCACCGTC
SEKHLADGMTVGETLT CAAAI TMSDNSAANLTLTLA ATV
109

GGOGGCOCCGCAGGATTGACTGOCT TTTTGOGOCAGAT CGGOGACAACGT CACCCGOCT TGACCGCT GGGAAACGGAACT GAAT GAGGCGCT TCCOGGOGAC
GGOGGCOCCGCAGGATTGACTGOCT TTTTGOGOCAGAT CGGOGACAACGT CACCCGOCT TGACCGCT GGGAAACGGAACT GAAT GAGGCGCT TCCOGGOGAC
GGPAGLTAFLRQI GDNVTRLUDRMWETTETLNEALTPGD
143

GOCCGCGACACCACT ACCCOGGOCAGCAT GRCOGCGACCCT GCGCAAGCT GCT GACCAGCCAGOGT CTGAGOGCCCGT TCRCAACGGCAGCT GCTGCAGT GG
GOCCGCGACACCACT ACCCOGGOCAGCAT GRCOGCGACCOCT GCGCAAGCT GCT GACCAGCCAGOGT CTGAGCGCCCGT TCRCAACGGCAGCT GCTGCAGT GG
ARDTTTPASMAATILR REKLTLTS SOQRLSARSQRQQLTLQW
176

AT GGT GGACGAT CGGGT CGCOGGACCGT TGAT COGCT CCGT GCT GCCGR0GGGRCT GGT TTAT CGCOGAT AAGACCGGAGCT GROGAGCGRGGT GOGOGCGEG

AT GGT GGACGAT CGGGT CGCOGGACCGT TGAT COGCT CCGT GCT GCCGR0GGGRCT GGT TTAT CGCOGAT AAGACCGGAGCT AGCAAGCGRGGT GOGOGCGEG
MVDDRVAGPLIRSVLPAGWEFI ADKTGAGETR RGATRSG
211 —— S K

NT?: nucleotide sequence; AA: amino acid sequence

Figure 4.5 Partial nucleotide and amino acid sequences of SHV-1 and SHV-5 depicting the point mutations at amino acid positions 238 and 240.

Nucleotide mutations are underlined in red and the resulting amino acid change underlined in blue.

& Amino acid residues are numbered according to the numbering system of Ambler et al., (1981).

A, adaning; C, cysteing; D, aspartic acid; E, glutamic acid; F, phenylalanine; G, glycine; H, higtidine; |, isoleucine; K, lysing; L, leucine; M, methionine; N, asparagine; P, proling; Q,
glutamine; R, arginine; S, sering; T, threonine; V, valine; W, tryptophan.
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